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Following the publication of the original article [1], the authors identified errors in the body. Under the Results, the last paragraph of CircZNF215 is considerably increased in iCCA tissues, and high expression of cZNF215 is correlated with metastasis and poor prognosis in iCCA patients section should be corrected. The updated sentence is given below and the error found in original sentence have been highlighted in bold typeface.

There are several statistical data errors in the article due to author's carelessness. Although these errors do not affect the final conclusions, they should be corrected for the sake of the rigor of scientific research.
Original sentence
In multivariate regression analysis, multiple tumor number, poorer tumor diferentiation, larger tumor size, and high cZNF215 expression were independent risk factors for OS, while the presence of MVI, poorer tumor diferentiation, advanced TNM stage and higher cZNF215 expression were regarded as independent risk factors for RFS (Fig.1H, Supporting Table S2).
Incorrect Figure 1[image: ]
Fig. 1High expression of cZNF215 is correlated with iCCA metastasis and poor patient prognosis. A Clustered heat map of all diferentially expressed circRNAs in 15 iCCA tissues with and without extrahepatic metastasis, respectively. B Volcano plot compared the expression fold changes of circRNAs for iCCA tissues with extrahepatic metastases versus without extrahepatic metastases. C Quantitative real-time PCR analysis showed that the levels of cZNF215 expression were the highest among the 4 upregulated circRNAs in RBE, HuCCT1, and HCCC9810 cell lines. D Schematic illustration of cZNF215 locus with specifc primers and Sanger sequencing result of cZNF215. E qRT-PCR to detect the expression of cZNF215 in 51 iCCA tissues and paired normal tissues. F Relative RNA levels of cZNF215 in iCCA tissues (n = 15) with and without extrahepatic metastasis, respectively. G Kaplan–Meier analysis showing the association of cZNF215 expression with OS or RFS in iCCA tissues. H Multivariate analysis of OS and RFS prognostic indicators. Data represent means ± SD of at least three independent experiments


Updated sentence
In multivariate regression analysis, multiple tumor number, poorer tumor differentiation, larger tumor size, and high cZNF215 expression were independent risk factors for OS, while the poorer tumor differentiation, advanced TNM stage and higher cZNF215 expression were regarded as independent risk factors for RFS (Corrected Fig. 1H, Corrected Table S2).

Furthermore, Fig. 1H and Supplementary Table 2 should also be corrected. The corrected figure is given below. The original article has been corrected.
Corrected Figure 1[image: ]
Fig. 1High expression of cZNF215 is correlated with iCCA metastasis and poor patient prognosis. A Clustered heat map of all diferentially expressed circRNAs in 15 iCCA tissues with and without extrahepatic metastasis, respectively. B Volcano plot compared the expression fold changes of circRNAs for iCCA tissues with extrahepatic metastases versus without extrahepatic metastases. C Quantitative real-time PCR analysis showed that the levels of cZNF215 expression were the highest among the 4 upregulated circRNAs in RBE, HuCCT1, and HCCC9810 cell lines. D Schematic illustration of cZNF215 locus with specifc primers and Sanger sequencing result of cZNF215. E qRT-PCR to detect the expression of cZNF215 in 51 iCCA tissues and paired normal tissues. F Relative RNA levels of cZNF215 in iCCA tissues (n = 15) with and without extrahepatic metastasis, respectively. G Kaplan–Meier analysis showing the association of cZNF215 expression with OS or RFS in iCCA tissues. H Multivariate analysis of OS and RFS prognostic indicators. Data represent means ± SD of at least three independent experiments


Reference
	1.
Liao W, Du J, Li L, et al. CircZNF215 promotes tumor growth and metastasis through inactivation of the PTEN/AKT pathway in intrahepatic cholangiocarcinoma. J Exp Clin Cancer Res. 2023;42:125. https://​doi.​org/​10.​1186/​s13046-023-02699-w.CrossrefPubMedPubMedCentral






OEBPS/navigation.xhtml

    
      Contents


      
        		Correction: CircZNF215 promotes tumor growth and metastasis through inactivation of the PTEN/AKT pathway in intrahepatic cholangiocarcinoma


      


    
    
      Landmarks


      
        		Body Matter


      


    
  

OEBPS/images/13046_2024_2977_Fig2_HTML.png
Relative RNA levels

vt t5.4) (TR S v
1 [N

20 ! I circZNF215

T | | |

=1 o el le Y  Chrt1:6962601-6077013

2 .o re

g, . ! Bt} -

T

------ r---—--Aa-----=- back-splicing
-4 -2 0 2 4
log2(FC) & N
@ %

circZNF215

circBNIP3L Exon3

W back-splice site
circCD109 == RBE TGCCTEGAAAGATATGE CCCTG C
== HuCCT1
== HCCC9810
circPLOD2
I T T T 1 8 ’
0 1 2 3 4 = =

© 0
100 < 100
i g g p=0.0188
] 3 5 3 GZNF215low  n=60
S S Z 75 g7 }
5 5 4 3 g GZNF215 high n=60
5 5 £ e
g g 3 504 % 50
g 3 001
g e § 2] oo g 2
2 2 8 CZNF215low  n=60 g
5 5 cZNF215high n=60 g
& L3 T T T | T 1 L4 0 i T T T T 1
Tumor Normal Metastasis No metastasis 0 1 2 3 4 5 0 2 3 4 5
Time(years) Time(years)
Overall survival Recurrence-free survival
Variables Hazzard ratio (95% Cl) P value Variables Hazzard ratio (95% Cl) P value
CZNF215 exp ! 4.226 (1.873-9.534) 0.001 CZNF215 expression( highflow) | ——e—————— 2.704 (1.262-5.793) 0.010
TNM stage(lll/I- 11) i 0.701 (0.392-1.255) 0.232 TNM stage(lll/i- 1) j—e—— 1.998 (1.067-3.744) 0.031
" 1 &
) 1p— 1207 (0.634-2.297) 0567 ) Ho—i 1167 (0.573-2.378) 0670
! 3.014(1.307-6.954) 0,010 Differentiati ¢ 2.491(1.090-5602)  0.030
Tumor number(multple/solitary) 1+—e——i 2814 (1.464-5.408)  0.002 Tumor number(multple/solitary) -e—i 1236 (0.626-2440) 0541
Tumor size(>5/s5) j-e—i 2.054 (1.125-3.751) 0,019 Tumor size(>5/s5) Ho|—i 0.877 (0471-1631) 0678
CA19-9(2260/<260) Ho— 1.108 (0.663-1.852) 0.696 CA19-0( 2260/<260) -4 —i 0.927 (0.466-1.843) 0.828
Lymph node(positive/negative) re—i 1.670 (0.881-3.166) 0.116 Lymph i } 1.865 (0.978-3.555) 0.058
| S e m—
4 12






OEBPS/css/envelope.png





OEBPS/images/13046_2024_2977_Fig1_HTML.png
Relative expression of circZNF215

ertt o159 [
I I e
s . N
= 20 ! ! GcircZNF215
2 T 1 |
Q 5
S o el le y  Cnri1:6962801-60770
o
© o ™
- : : SET
"""" pEEsEsEsNEsssE= \ back-splicing )
=4
-4 -2 2 4 Y
log2(FC) 1%
S, <
C @ %
circZNF215
GircBNIP3L Exon3
¢ back-splice site
circCD109 == RBE TGCCTEGAAAGATATGCCCTG C
== HuCCT1
== HCCC9810
circPLOD2
6 % :l, 1‘1 110 100
Relative RNA levels
o
g =15 g 100 p=0.0188
s =
3 ol g g CZNF215low  n=60
5 b g CZNF215 high
< " E 2]
t e XN g
§ ol 2 g
S e © %
H s 2
s g
. T T—= 0+ T T T T , LS )
Tumor Normal Metastasis No metastasis 0 1 2 3 4 5
Time(years) Time(years)
Overall survival Recurrence-free survival
Variables Hazzard ratio (95% Cl) P value Variables Hazzard ratio (95% Cl) P value
C¢ZNF215 high/low) 4.226 (1.873-9.534) 0.001 ¢ZNF215 i igl ) 2.704 (1.262-5.793) 0.010
TNM stage(lIl/I- 1) p——r 2.390 (1.229-4.646) 0.210 TNM stage(llli/I- Il)  f—o— 1.998 (1.067-3.744) 0.031
N i ) 1.207 (0.634-2.297) 0.567 i e 1.053 (0.584-1.899) 0.046
Di 3.014 (1.307-6.954) 0.010 Di 2.491 (1.090-5.692) 0.030
Tumor number(multiple/solitary) j+—e—y 2.814 (1.464-5.408) 0.002 Tumor number(multiple/solitary) ~ 1—e— 2.322 (1.279-4.214) 0.056
Tumor size(>5/s5) ‘e—t 2.054 (1.125-3.751)  0.019 Tumor size(>5/s5) - 0.877 (0471-1.631)  0.678
CA19-9(2260/<260) 1.217 (0.652-2.271) 0.138 CA19-9(2260/<260) | +—e—t 2.565 (1.394-4.719) 0.602
Lymph i i 4.992(2.344-10.634)  0.155 Lymph it i 3119 (1.493-6.518)  0.232
=T & & & Pp———
6 3 § 12 0 2 4 6 8






OEBPS/css/sidebar.gif





