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Abstract
Background
To compare the biological characteristics of three types of human hepatocellular carcinoma multi-drug resistant cell sub-lines Bel-7402/ADM models established by three methods.

Methods
Established human hepatocellular carcinoma adriamycin (ADM) multi-drug resistant cell sub-lines models Bel-7402/ADMV, Bel-7402/ADML and Bel-7402/ADMS by three methods of in vitro concentration gradient increased induction, nude mice liver-implanted induction and subcutaneous-implanted induction respectively. Phase contrast microscopy was used to observe the cells and the MTT (methyl thiazolyl tetrazolium) method was used to detect drug resistance of the three different sub-lines of cells.

Results
The three groups of drug resistant cells, Bel-7402/ADMV, Bel-7402/ADML and Bel-7402/ADMS generated cross-resistance to ADM and CDDP (cis-Diaminedichloroplatinum), but showed a significant difference in resistance to Bel-7402 IC50 value (P < 0.01). The doubling times were significantly extended compared to the parent cell line (39 h) and were 65 h (Bel-7402/ADMV), 46 h (Bel-7402/ADML), and 45 h (Bel-7402/ADMS). The excretion rates of ADM were significantly increased compared with the parent cell (34.14%) line and were 81.06% (Bel-7402/ADMV), 66.56% (Bel-7402/ADML) and 61.56% (Bel-7402/ADMS). Expression of P-gp and MRP in the three groups of resistant cells was significantly enhanced (P < 0.01). There was no significant variation in the expression of GSH/GST (P > 0.05).

Conclusions
Stable resistance was involved in the resistant cell line model established by the above three methods. Liver implantation was a good simulation of human hepatocellular and proved to be an ideal model with characteristics similar to human hepatocellular biology and the pharmacokinetics of anticancer drugs.
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Background
The current treatment of hepatocellular carcinoma, especially hepatocellular carcinoma in middle and advanced stages, is a comprehensive therapy using a combination of surgery and chemotherapy. Chemotherapy plays a critical role in the treatment of hepatocellular carcinoma. Nevertheless, multi-drug resistance (MDR) [1, 2] of hepatocellular carcinoma cells to multiple chemotherapeutics renders chemotherapy for hepatoma insufficient. Therefore, the target of drug resistance and its reverse strategy is one of the hotspots of hepatocellular carcinoma research.
Establishing a reliable tumor MDR model is the foundation for the study of tumor MDR and its reversal. In this study, we established three different human hepatocellular carcinoma drug-resistance cell sub-lines of Bel-7402/ADM by applying ADM by three normal methods. We compared the biological characteristics the three cell sub-lines to acquire a comparatively ideal drug-resistance model which paved the way for revealing the clinical multidrug resistance phenomenon and the screening of a reversal agent.

Materials and methods
Cells and Animals
Human hepatocellular carcinoma cell line Bel-7402 was purchased from Shanghai Institute of Biological Products. Four-week-old BALB/c-nu/nu nude mice weighting 12-16 g were purchased from Shanghai Shilaike Co., Ltd., and were bred in the specific pathogen free (SPF)Animal Center, School of Life Science, University of Science and Technology of China.

Establishment of a multi-drug resistance cell model based on nude mice liver implantation and subcutaneous implantation
A total of 20 male nude mice aged 4-6 weeks were used. Ten mice were anesthesized by an intraperitoneal injection with chloral hydrate (430 mg/kg). A transverse incision was performed under the xiphoid process. A 0.2-ml Bel-7402 cell suspension (density equal to 1 × 108/ml) was injected into the parenchyma of the right hepatic lobe and the abdomen was closed. The ten mice were randomly divided into the liver implantation experimental group or the control group with equal members (n = 5 for each group). Another 10 animals were subcutaneously injected with 0.2-ml Bel-7402 cell suspension (density equal to 1 × 108/ml) into the right anterior axilla. they were also randomly divided into experimental and control groups (n = 5 for each group). All animals were bred in SPF condition. On the third day, nude mice in the experimental groups underwent an intraperitoneal injection with ADM at a dose of 1.5 mg/kg each week for 8 weeks. Mice in the control groups underwent an intraperitoneal injection with an equal volume of normal saline solution. Skin reaction, appetite and psychological status were recorded according to the observation in each day. The tumor volume was calculated by the following formula: V = πab2/a ("a" represents the long diameter of the tumor, "b" represents the short diameter of the tumor). When the experiment was completed, the nude mice were sacrificed, the tumor was obtained and levigated in asepsis. A 0.25% trypsin solution was used to digest the cells for 2-3 min and to produce a mono-cell suspension. Cells were inoculated in a 25-ml sterile culture flask for primary culture. After multiple passages and purification, the hepatocellular implantation drug-resistant cell sub-lines Bel-7402/ADML (liver-implanted induction) and the subcutaneous implantation drug-resistant cell sub-lines Bel-7402/ADMS (subcutaneous-implanted induction) were obtained. Tumor tissue was fixed with 1% osmium tetroxide, embedded in resin, and cut into ultra thin sections. After uranyl acetate and citric acid double staining, the sections were observed by an transmission electron microscope (Zeiss 902).

Establishment of a multi-drug resistance model by in vitro induction
The ADM concentration gradient progressive increase induction method was applied. Bel-7402 cells at a concentration of 5 × 105/ml in the logarithmic phase were inoculated in a 25-ml culture flask and cultured for 24 h. The culture solution was replaced with an ADM culture solution at a low concentration (0.01 μg/ml). After the 24-h culture, the solution containing drugs was discarded. Cells were digested with 0.25% trypsin and centrifuged at 1000 rpm for 3 min. The cells were collected and re-inoculated in a 25-ml culture flask containing a solution without ADM at a concentration of 1 × 105/ml. While cell growth was in the logarithmic phase, drug concentration was elevated and the extent of improvement increased the cell survival rate 60-70%. This protocol was repeated for a period of approximately 6 months, until the cells exhibited stable growth and proliferation in a culture medium with 0.5 μg/ml ADM. This cell sub-lines named Bel-7402/ADMV (vitro induction).

Detection of cellular sensitivity to drug by MTT (methyl thiazolyl tetrazolium) methods
Four groups of cells (the parent cell line and the three different groups of drug-resistant cell sub-lines) in the logarithmic phase of growth were obtained for the preparation of cell suspension. Cell concentration was adjusted to 5 × 105/ml and 200 μl (approximately 105 cells) was placed in each well of a 96-well culture plate. After a 24-h culture, the following investigational drugs were added: ADM, CDDP, MMC, MTX and 5-FU. In accordance with peak blood concentrations of a clinical dose of each drug, the concentration range was varied from 103- to 10-3-fold of peak blood concentrations. Seven diverse experimental concentrations were defined as follows: 103, 102, 101, 100, 10-1, 10-2 and 10-3 fold of peak blood concentration. A control group without drugs was also set and included five different duplicate wells in each experimental concentration. All cells were cultured at 37°C and 5% CO2 for 24 h. Twenty microliters of an MTT (5 mg/ml) solution was added to each well and cells were cultured for an additional 4 h. Supernatants were discarded after termination of the culture and 150 μl of dimethyl sulphoxide (DMSO) was added to each well. Plates were shaken for 10 min and a microplate reader was used to measure the optical density (OD) value at a wavelength of 570 nm (the correction wavelength was 630 nm) to calculate cell survival rate. The following equation was used to calculate cell survival rate: cell survival rate = (the OD value in each experiment well/the OD value in the control well) ×100%. The 50% of inhibition concentration (IC50) of drug was measured by chartography. The resistance index (RI) = the IC50 of drug-resistant cells/the IC50 of parent cell line. MTT experiments were repeated three times on different days.

Plotting of the growth curve and measurement of doubling time
Four groups of cells with an excellent growth condition were obtained and RPMI- 1640 complete culture solution was applied to prepare a cell suspension (5 × 103/ml) of each. A 6-well plate (1 ml/well) was inoculated. Cell counting was performed after 1, 2, 3, 4, 5, 6, or 7 d of inoculation, when 3 pores were obtained for each day and mean values were obtained. The culture time was set as the X-axis and cell numbers were set as the Y-axis to draw the growth curve. According to the Patterson equation, cell doubling time was calculated as follows: Td = tlg2/lg (Nt/N0) where Td: doubling time (h); t: required time when cell numbers increased from N0 to Nt; N0: cell numbers in the inoculation; Nt: cell numbers after culture for t hours.

Uptake and excretion of ADM
Flow cytometry was used to measure fluorescence intensity of ADM and to reflect its concentration indirectly. Four groups of cells in the logarithmic phase of growth were obtained to prepare a cell suspension of 1 × 106/ml cells. ADM was added to a final concentration of 4.0 μg/ml. Cells were placed in a CO2 incubator for 20 min, and then a 1-ml solution was obtained for centrifugation. Cold PBS was used to wash the cells twice and they were resuspended in 0.5 ml PBS. The relative fluorescent intensity of ADM was detected by flow cytometry immediately (excitation wavelength was 479 nm, emission wavelength was 587 nm). In the excretion experiment, the above cells were centrifuged, washed in cold RPMI-1640 culture solution, re-suspended in culture solution without adding drug and placed in a CO2 incubator for 60 min. After this incubation period, cells were centrifuged, washed with PBS and the relative fluorescence intensity of ADM was detected by flow cytometry. The excretion rate of ADM reflected the excretive function of ADM by cells. The excretion rate of ADM = 100% × (uptake value - stagnation value)/uptake value. Experiments were repeated 5 times at different time points.

Measurements of P-glycoprotein (P-gp), multidrug resistance-associated protein (MRP) and the expression of glutathione S-transfer enzyme system (GSH/GST) detected by flow cytometry
The four groups of drug-resistant cells and parent cells in the logarithmic phase of growth (1 × 108/ml) were obtained with five tubes in each group. PBS (4°C, 0.01 mol/l, pH 7.4) was applied twice then MRK16(MDR1), MRPrl (MRP) and GSH/GST mouse-anti-human monoclonal antibody were added for 1 h at 4°C. The mouse-anti-human isotype-matched monoclonal antibody was applied as a control Goat-anti-mouse fluorescent labeled IgG was added, incubated at 4°C for 30 min, and fluorescence intensity was detected by flow cytometry.

Statistical analysis
All data are expressed as the mean ± SD and analyses were carried out using SPSS10.0 software (SPSS Inc, Chicago, IL). The Student's t-test and one-way ANOVA were used for comparisons among the means. A p-value less than 0.05 was considered statistically significant.


Results
Drug-resistant model of subcutaneous and liver implantation tumors
The subcutaneous implanted tumors were all successfully inoculated (10/10). The mean incubation periods in the experimental group and the control group were 18 ± 6 d. The growth of tumors in the experimental group was 3.60 ± 0.58 mm3/day, whereas in the control group, it was 3.75 ± 0.26 mm3/day. The 10 nude mice with liver implanted tumors were all successfully inoculated. The growth of tumors in the experimental group was 3.50 ± 0.37 mm3/day, whereas in the control group, it was 3.70 ± 0.41 mm3/day. During the 8-wks breeding and induction of ADM, tumors in each group grew well, with ruddy skin. In the liver implanted group, 2 mice developed abdominal dropsy, but no cachexia or death occurred. After 8 wks, all nude mice were sacrificed. The general morphology of the implanted tumor in both the experimental and control groups showed no significant difference. Tumors assumed an ellipse or irregular sublobe morphology. Under electron microscope, the tumor cells share many similarities with human hepatocellular carcinoma cells, including enlarged nuclei, hyperchromatic nucleoli, and multiple nuclear membrane incisures (Figure 1). The mean tumor weight was 1.48 ± 0.21 g. Fibrous tissue abundantly surrounded the tumor. The incisal surface of the tumor body was gray. The minority of tumors showed a scattered and clustered distribution. In addition, three mice exhibited metastases in the abdominal cavity in the liver implanted group.[image: A13046_2010_Article_362_Fig1_HTML.jpg]
Figure 1Under electron microscope, the tumor cells share many similarities with human hepatocellular carcinoma cells, including enlarged nuclei, hyperchromatic nucleoli, and multiple nuclear membrane incisures. (×10000).





Observation of cell morphology
Under a phase contrast microscope, Bel-7402 cells were fusiform, aligned and compact with well-distributed sizes, distinct boundaries and growth with adherence. After the addition of drugs, the majority of cells appeared apoptotic and subsequently dissolved. The size of the surviving cells was unequal, the cellular profile was unclear and adherence was reduced. After about two weeks, cell growth recovered and the above variations in the acute stage had disappeared. The morphology of resistant-cells was irregular, with slightly augmented volume, which signifies accumulated growth. Massive particles and vacuoles appeared in the cytoplasm and the nucleus exhibited slight shrinkage.

Sensitivity of the three types of cell sub-lines toward anticancer drugs (Table 1)
Table 1 indicates that the three resistant cell sub-lines generated cross-resistance toward ADM and CDDP but showed no cross-resistance to mitomycin (MMC), methotrexate (MTX), 5 -fluorouracid (5- FU).Table 1Sensitivity of Bel-7402/ADMS, Bel-7402/ADML and Bel-7402/ADMV cells to multiple chemotherapy drugs.


	Drug
	IC50(mg.L-1, [image: A13046_2010_Article_362_IEq1_HTML.gif] ± s)
	RI

	 	Bel-7402
	Bel-7402/ADMS
	Bel-7402/ADML
	Bel-7402/ADMV
	RIS
	RIL
	RIV

	ADM
	2.09 ± 0.13
	26.69 ± 0.46
	26.92 ± 0.38
	46.93 ± 0.82
	12.77
	12.88
	22.45

	CDDP
	0.98 ± 0.11
	12.92 ± 3.45
	13.46 ± 3.00
	25.18 ± 3.57
	13.18
	13.73
	25.69

	MMC
	0.54 ± 0.05
	0.57 ± 0.08
	0.60 ± 0.08
	0.62 ± 0.04
	1.06
	1.11
	1.15

	MTX
	0.15 ± 0.05
	0.17 ± 0.05
	0.20 ± 0.06
	0.21 ± 0.05
	1.13
	1.33
	1.4

	5-FU
	119.65 ± 6.46
	120.78 ± 4.84
	121.60 ± 6.15
	123.66 ± 5.00
	1.01
	1.02
	1.03


Note: By least significant difference (LSD) paired-comparison in both ADM and CDDP groups, except Bel-7402/ADML vs. Bel-7402/ADMS (P > 0.05), there is no statistical significance. In other groups of resistant cells, there is a significant difference by paired-comparison. In addition, in MMC, MTX and 5-FU groups, there is no statistical significance by paired-comparison (P > 0.05).




Growth curve and doubling time (Figure 2)
The doubling time of drug-resistant cells was significantly extended compared with parent cells. The doubling times in Bel-7402, Bel-7402/ADMS, Bel-7402/ADML and Bel-7402/ADMV cells were 39 h, 45 h, 46 h and 65 h, respectively.[image: A13046_2010_Article_362_Fig2_HTML.jpg]
Figure 2Cells growth curve. The doubling time of the cells was proportional to the drug-resistance of cell lines.





Uptake and excretion of ADM (Table 2)
The excretion rate of Bel-7402, Bel-7402/ADMS, Bel-7402/ADML and Bel-7402/ADMV cells to ADM were 34.14%, 61.56%, 66.56% and 81.06%, respectively. The relative fluorescent intensity in each group of cells was reduced after the excretion of ADM and drug-resistant cells were more obvious compared with parent cells.Table 2Cellular relative fluorescent intensity after the uptake and excretion of ADM.


	Cell
	Cellular relative fluorescence intensity of ADM
	Excretion rate of ADM (%)

	 	After Uptake
	After Excretion
	 
	Bel-7402 (Parent)
	11.19 ± 0.23
	7.37 ± 0.16
	34.14

	Bel-7402/ADMS
	15.27 ± 0.22
	5.87 ± 0.13
	61.56

	Bel-7402/ADML
	15.61 ± 0.18
	5.22 ± 0.13
	66.56

	Bel-7402/ADMV
	19.11 ± 0.15
	3.62 ± 0.17
	81.06

	F
	1338.016
	531.312
	 
	P
	0.000
	0.000
	 

Note: By LSD paired-comparison after the uptake and excretion, drug-resistant cellular relative fluorescent intensity of ADM showed significant differences (P < 0.05).




Variation of expression of P-gp, MRP and GSH/GST detected by flow cytometry (Table 3)
Expression of P-gp in the three groups of the resistant cells was significantly enhanced (P < 0.01). The MRP fluorescence staining rates were also significantly raised in the three groups of drug resistant cells, the in vitro induction group with the highest rate, the other two groups relatively lower. It is shown that the peak dramatically moves to the right of the coordinate system (Figure 3). The expression of GSH/GST in the three groups showed no statistical significance by paired-comparison (P >0.05).Table 3Staining rate of P-gp, MRP and GSH/GST fluorescent cells analyzed by flow cytometry.


	Cell
	Expression rate (%,[image: A13046_2010_Article_362_IEq1_HTML.gif]± s)

	 	P-gp
	MRP
	GSH/GST

	Bel-7402 (Parent)
	19.59 ± 0.62
	21.29 ± 1.14
	26.92 ± 1.79

	Bel-7402/ADMS
	65.92 ± 1.41
	56.88 ± 1.49
	27.76 ± 1.00

	Bel-7402/ADML
	68.10 ± 1.88
	58.84 ± 2.35
	28.97 ± 1.42

	Bel-7402/ADMV
	91.93 ± 2.49
	78.28 ± 1.23
	27.57 ± 1.24

	
                              F
                            
	1512.300
	1064.757
	1.890

	
                              P
                            
	0.000
	0.000
	0.172


Notes: By LSD paired-comparison in both P-gp and MRP groups, except for Bel-7402/ADML vs. Bel-7402/ADMS (P > 0.05), there was no statistical significance. In other groups of resistant cells, there was a significant difference by paired-comparison (P < 0.01). In addition, for GSH/GST, there was no statistical significance by paired-comparison (P > 0.05).


[image: A13046_2010_Article_362_Fig3_HTML.jpg]
Figure 3The flow cytometry histograms of MRP expression. With the MRP fluorescence staining rate increased gradually in the four groups, the peak dramatically moves to the right of the coordinate system.






Discussion
Current condition and progression of hepatoma therapeutics
Hepatic cell carcinoma is generally accepted as one of the most harmful malignant tumors, with high malignancy and a bad prognosis. Recent years have witnessed an uprising in the incidence rate of hepatoma. Therefore, it is of vital importance to improve the therapeutic treatment of hepatoma. Excision is still the best alternative in the multiple therapeutic methods for the treatment of hepatoma [3, 4]. Nevertheless, the diagnostic rate in earlier hepatoma is quite low and the progression of disease is comparatively rapid. Therefore, the majority of patients have lost a surgical opportunity after final diagnosis. References indicate that 60% of patients have clinical or endoscopic metastasis in the final diagnosis of hepatoma [5]. Thus, non-operative therapy showed better practical value than operative therapy. Chemotherapy is also commonly used in non-operative methods, and is a kind of general therapeutic method for the treatment of the primary tumors, metastases and inferior clinical metastatic tumors. However, the involvement of MDR seriously affects the chemotherapeutic effect in hepatoma.

Significance of the establishment of multi-drug resistant human hepatocellular carcinoma cell sub-lines model
The chemotherapeutic effect was restricted due to the involvement of multi-drug resistance of hepatocellular carcinoma cells. The related MDR of hepatoma and its clinical reversal is becoming a critical clinical problem that needs a further solution. Research on this aspect requires the establishment of a reliable multi-drug resistant cell model [6].
Currently, the establishment of a multi-drug resistant human hepatocellular carcinoma cell line model includes methods such as the application of an in vitro culture to induce tumor MDR, multi-drug resistant gene transfection and the induction of drug-resistance by nude mice implanted model. Induction of tumor MDR in vitro culture also required two types of methods, the drug concentration incremental gradient method and the high-concentration intermittent drug-induced method [7, 8]. The drug-resistance method induced by nude mouse in vivo transplantation includes three methods: subcutaneous implantation, liver implantation and abdominal implantation. There are advantages and disadvantaged involved in the various methods. In vitro drug concentration incremental gradient induction, liver and subcutaneous implanted induction of nude mice are commonly used as three methods for establishing multi-drug resistant human ADM hepatocellular carcinoma cell sub-lines. The tumor cell microenvironment includes various factors such as temperatures, pH values, local oxygen concentration, cell matrix, nutritional condition and medications, which play a critical regulatory role in the biological behavior of cells and MDR expression. Therefore, further clarification on methods that can establish drug-resistant cell models that accurately reflect the practical process of clinical drug-resistance are needed. Our experiment aimed to identify which drug-resistant cell line is the ideal model for the study of the mechanism of hepatoma drug-resistance and paves a way for the further investigation of drug-resistant and its reversal.

Comparisons of three drug-resistance models
The induction of multi-drug resistance in tumor cells was caused by factors such as P-gp [9], MRP, LRP, GST, glutathione, glutathione S-transferase, protein kinase C, apoptosis-related gene (bcl-2, c-myc, p53), and the high-expression of GCS in the cancer cell living environment and variation of DNA type II topoisomerase activity [10–17]. As the drug-resistant mechanism of tumors is quite complicated, the drug-resistant phenotype of MDR cells was contained in cell specificity, distinct inductive medicines and diverse induction methods, the concluded drug-resistant phenotype was not quite uniform [18–20]. In our experiment, we compared three types of multi-drug resistant human hepatocellular carcinoma cell sub-lines ADM model established by three methods. The summary is shown below.

Comparisons of biological characteristics in the three models
The morphology of each drug-resistant cell line was irregular, volume was slightly increased compared with the parental generation, growth velocity was slower which enables accumulative growth, cell boundaries were obscure, massive particles and vacuoles were observed in the cytoplasm, and a slight shrinkage of the nucleus appeared. The in vitro induction of drug-resistant cells showed significant differences and the morphology of drug-resistant cell induced by in vivo implantation was close to the parental generation.
The doubling times of the three drug-resistant cell lines, which were significantly extended compared with the parent cell line, revealed that growth velocity and the reproductive activity of the drug-resistant cell line applied by an in vitro concentration gradient incremental method was significantly lower than that of the other two kinds of in vivo inductions.
For the mechanisms of drug-resistance, the higher increase of drug excretion induced by a drug efflux pump was one of the most common drug-resistant reactions [21]. For this reason, we detected and compared the influx and efflux of ADM in three kinds of cells. The results indicated that the efflux rates of the four groups were 34.14%, 61.56%, 66.56% and 81.06%. Efflux rate of ADM by the resistant cell was significantly increased which was reflected as the drug stagnation diminished. This caused the intracellular drug concentration to decrease and diminish the impairment of cell target organs by drugs, which is presumed to be the main cause of the higher drug-resistant index.
Expressions of P-gp and MRP in the three groups of drug-resistant cells were significantly increased compared with the parental generation. The expression of GSH/GST in the three groups showed no statistical significance by paired comparison (P > 0.05). Our results suggested that the high expression of P-gp might induce the decrease of intracellular ADM accumulation and constitute a molecular basis of drug resistance. Moreover, MRP over-expression might be another molecular basis of drug resistance. Nevertheless, there was no significant relationship between the formation of drug resistance of hepatoma carcinoma cell and the expression of GSH/GST.

Advantages and disadvantages of in vitro induction and in vivo induction
Our study proved that the superiority of a drug-resistant cell model established by the in vitro concentration gradient incremental method is that the drug-resistant index and stability were high. The disadvantage was that cell proliferation was quite low. The induction of the drug-resistance process wasted much time and it was easier to induce contaminants during the induction. The superiority of the drug-resistance model established by nude mice in vivo induction was due to its stronger reproductive activity, short time of induction (generally about 8 weeks) and the low possibility of contamination. However, the disadvantages mainly included the inferior drug resistance and stability.
In conclusion, we considered the drug resistance model established by the two kinds of methods based on nude mice in vivo introduction was comparatively ideal. Firstly, stable drug resistance was involved in both methods. Secondly, both methods reflected the formation of clinical drug resistance accurately. Both of the modeling methods and medications during chemotherapy were quite similar; large doses of chemotherapeutics were injected into the living body in a short time and reached a certain blood drug level to kill the cancer cells. Clinically, large doses and short-range administrations [22] are commonly used to relieve the side effect of chemotherapeutics and to improve the therapeutic effect. Similar to the clinical drug-resistant cells, all cells had quite strong reproductive activity. Patients with multi-drug resistance have recurrence or metastasis of primary tumors [23] which indicates that the drug-resistant cells appearing clinically show quite strong proliferative and metastatic ability. Tumor cell groups selected by the effects of drugs had stronger survival superiority and were able to overcome the inhibition of chemotherapy to keep normal growth and proliferation. The short time of the induction, lower possibility of contamination and the relatively simple operation are also its merits.

Comparison of the two in vivo induction methods
We compared the two drug-resistance models with nude mice in vivo implantation progressively. Our results validated that aspects such as cell morphology, multiples of drug resistance, the influx and efflux of drug and the variation of P-gp, MRP and GSH/GST were all fundamentally similar. The advantages of subcutaneous implantation were due to its simple operation and easy observation. However, the tumor growth environment was different from human hepatoma; the tumor growth was relatively local and generated limited distant metastases. The superiority of liver implantation was quite obvious, especially in tumor growth environment, location and biological behavior were quite similar to human hepatoma, the proportion of the genesis of tumor metastasis, infiltration and ascites were quite high. Therefore, the drug-resistance model established by nude mice liver implantation was capable of better simulating human hepatoma. The ideal model has similar characteristics of human heptoma biology and the pharmacokinetics of anti-cancer drugs. The utilization of this model not only allows the exploration of the molecular mechanism of hepatoma multi-drug resistance with multiple angles and targets, but also provided an ideal experiment using plates for the screening of hepatoma drug-resistant reversal agents.


Acknowledgements
This Project was supported by the Natural Science Foundation of Anhui Province (No, 070413069).

References
1.
Kessel D, Botterill V, Wodinsky I: Uptake and retention of daunomycin by mouse leukemic cells as factors in drug response. Cancer Res. 1968, 28: 938-941.

2.
Biedler JL, Riehm H: Cellular resistance to actinomycin D in Chinese hamster cells in vitro: cross-resistance, radioautographic, and cytogenetic studies. Cancer Res. 1970, 30: 1174-1184.

3.
Zhou XD, Tang ZY, Yang BH, Lin ZY, Ma ZC, Ye SL, Wu ZQ, Fan J, Qin LX, Zheng BH: Experience of 1000 patients who underwent hepatectomy for small hepatocellular carcinoma. Cancer. 2001, 91: 1479-1486. 10.1002/1097-0142(20010415)91:8<1479::AID-CNCR1155>3.0.CO;2-0.CrossRef

4.
Yang JM, Kan T, Chen H, Wu MC: Hepatectomy in the treatment of very big primary liver cancer: report of 86 cases. Hepatobiliary Pancreat Dis Int. 2002, 1: 42-45.

5.
Pignata S, Daniele B, Gallo C, De Vivo R, Monfardini S, Perrone F: Endocrine treatment of hepatocellular carcinoma. Any evidence of benefit?. Eur J Cancer. 1998, 34: 25-32. 10.1016/S0959-8049(97)00317-1.CrossRef

6.
Urasaki Y, Ueda T, Yoshida A, Fukushima T, Takeuchi N, Tsuruo T, Nakamura T: Establishment of a daunorubicin-resistant cell line which shows multi-drug resistance by multifactorial mechanisms. Anticancer Res. 1996, 16: 709-714.

7.
Yang LY, Trujillo JM: Biological characterization of multidrug-resistant human colon carcinoma sublines induced/selected by two methods. Cancer Res. 1990, 50: 3218-3225.

8.
Gottesman MM, Fojo T, Bates SE: Multidrug resistance in cancer: role of ATP-dependent transporters. Nat Rev Cancer. 2002, 2: 48-58. 10.1038/nrc706.CrossRef

9.
Juliano RL, Ling V: A surface glycoprotein modulating drug permeability in Chinese hamster ovary cell mutants. Biochim Biophys Acta. 1976, 455: 152-162. 10.1016/0005-2736(76)90160-7.CrossRef

10.
Endo K, Maehara Y, Ichiyoshi Y, Kusumoto T, Sakaguchi Y, Ohno S, Sugimachi K: Multidrug resistance-associated protein expression in clinical gastric carcinoma. Cancer. 1996, 77: 1681-1687.CrossRef

11.
Correnti M, Cavazza ME, Guedez N, Herrera O, Suarez-Chacon NR: Expression of the multidrug-resistance (MDR) gene in breast cancer. J Chemother. 1995, 7: 449-451.CrossRef

12.
Rafki N, Liautaud-Roger F, Devy L, Trentesaux C, Dufer J: P53 protein expression in human multidrug-resistant CEM lymphoblasts. Leuk Res. 1997, 21: 147-152. 10.1016/S0145-2126(96)00086-0.CrossRef

13.
Siegel DS, Zhang X, Feinman R, Teitz T, Zelenetz A, Richon VM, Rifkind RA, Marks PA, Michaeli J: Hexamethylene bisacetamide induces programmed cell death (apoptosis) and down-regulates BCL-2 expression in human myeloma cells. Proc Natl Acad Sci USA. 1998, 95: 162-166. 10.1073/pnas.95.1.162.CrossRef

14.
Henkels KM, Turchi JJ: Cisplatin-induced apoptosis proceeds by caspase-3-dependent and -independent pathways in cisplatin-resistant and -sensitive human ovarian cancer cell lines. Cancer Res. 1999, 59: 3077-3083.

15.
Hamilton G, Cosentini EP, Teleky B, Koperna T, Zacheri J, Riegler M, Feil W, Schiessel R, Wenzi E: The multidrug-resistance modifiers verapamil, cyclosporine A and tamoxifen induce an intracellular acidification in colon carcinoma cell lines in vitro. Anticancer Res. 1993, 13: 2059-2063.

16.
Urbatsch IL, Sankaran B, Weber J, Senior AE: P-glycoprotein is stably inhibited by vanadate-induced trapping of nucleotide at a single catalytic site. J Biol Chem. 1995, 270: 19383-19390. 10.1074/jbc.270.33.19383.CrossRef

17.
Sun YL, Zhou GY, Li KN, Gao P, Zhang QH, Zhen JH, Bai YH, Zhang XF: Suppression of glucosylceramide synthase by RNA interference reverses multidrug resistance in human breast cancer cells. Neoplasma. 2006, 53: 1-8.

18.
Chin KV, Ueda K, Pastan I, Gottesman MM: Modulation of activity of the promoter of the human MDR1 gene by Ras and p53. Science. 1992, 255: 459-462. 10.1126/science.1346476.CrossRef

19.
Nooter K, Boersma AW, Oostrum RG, Burger H, Jochemsen AG, Stoter G: Constitutive expression of the c-H-ras oncogene inhibits doxorubicin-induced apoptosis and promotes cell survival in a rhabdomyosarcoma cell line. Br J Cancer. 1995, 71: 556-561.CrossRef

20.
Di Simone D, Galimberti S, Basolo F, Ciardiello F, Petrini M, Scheper RJ: c-Ha-ras transfection and expression of MDR-related genes in MCF-10A human breast cell line. Anticancer Res. 1997, 17: 3587-3592.

21.
Ejendal KF, Hrycyna CA: Multidrug resistance and cancer: the role of the human ABC transporter ABCG2. Curr Protein Pept Sci. 2002, 3: 503-511. 10.2174/1389203023380521.CrossRef

22.
Eckhardt S: Recent progress in the development of anticancer agents. Curr Med Chem Anticancer Agents. 2002, 2: 419-439. 10.2174/1568011024606389.CrossRef

23.
Choi JH, Lim HY, Joo HJ, Kim HS, Yi JW, Kim HC, Cho YK, Kim MW, Lee KB: Expression of multidrug resistance-associated protein1, P-glycoprotein, and thymidylate synthase in gastric cancer patients treated with 5-fluorouracil and doxorubicin-based adjuvant chemotherapy after curative resection. Br J Cancer. 2002, 86: 1578-1585. 10.1038/sj.bjc.6600305.CrossRef



Competing interests
The authors declare that they have no competing interests.

Authors' contributions
XGZ carried out the molecular genetic studies, participated in the sequence alignment and drafted the manuscript. MMX participated in the sequence alignment. RHG participated in the design of the study and performed the statistical analysis. XLM conceived of the study, and participated in its design and coordination and helped to draft the manuscript. All authors read and approved the final manuscript.


OEBPS/sidebar.gif





OEBPS/A13046_2010_Article_362_Fig2_HTML.jpg
Cell count (x10000/ml)

——Bel-7402/ADMy






OEBPS/A13046_2010_Article_362_Fig3_HTML.jpg
[+°] [+°]
© Bel-7402 © Bel—7402/ADMS
b .
s =
33 33
&) o
~ £ ~ .
o o
1 1 10 100 1000 1 1 10 100 1000
FL2 FL2
© [+°]
~ Bel—7402/ADML © Bel—7402/ADMV
N~ ~
[Te} [Te}
o . o "
@ ~
) =
1 1 10 100 1000 1 1 10 100 1000

FL2 FL2





OEBPS/contact.gif





OEBPS/A13046_2010_Article_362_IEq1_HTML.gif





OEBPS/A13046_2010_Article_362_Fig1_HTML.jpg
renc v Juu






