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CORRECTION Open Access
Correction to: Liver cancer cell lines
distinctly mimic the metabolic gene
expression pattern of the corresponding
human tumours

Zeribe C. Nwosu1,2, Nadia Battello3, Melanie Rothley4,5, Weronika Piorońska1,2, Barbara Sitek6, Matthias P. Ebert1,
Ute Hofmann7, Jonathan Sleeman4,5, Stefan Wölfl8, Christoph Meyer1,2, Dominik A. Megger4,9

and Steven Dooley1,2*
Correction
In the publication of this article, the concentration of
CB-839 in Fig. 5b was inadvertently written as mM. This
has now been updated to μM in the original article [1].
The authors declare that the correction does not change
the results or conclusions of this paper.
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