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Following the publication of the original article [1],
the authors identified errors in the body. Under the
Results, the last paragraph of CircZNF215 is consider-
ably increased in iCCA tissues, and high expression of
¢ZNF215 is correlated with metastasis and poor prog-
nosis in iCCA patients section should be corrected. The
updated sentence is given below and the error found in
original sentence have been highlighted in bold typeface.

There are several statistical data errors in the article
due to author’s carelessness. Although these errors do
not affect the final conclusions, they should be corrected
for the sake of the rigor of scientific research.

"Wenwei Liao, Jinpeng Du and Lian Li contributed equally to this work.

The original article can be found online at https://doi.org/10.1186/s13046-
023-02699-w.
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Original sentence

In multivariate regression analysis, multiple tumor
number, poorer tumor diferentiation, larger tumor size,
and high cZNF215 expression were independent risk fac-
tors for OS, while the presence of MVI, poorer tumor
diferentiation, advanced TNM stage and higher cZNF215
expression were regarded as independent risk factors for
RFS (Fig.1H, Supporting Table S2).

©The Author(s) 2024. Open Access This article is licensed under a Creative Commons Attribution 4.0 International License, which
permits use, sharing, adaptation, distribution and reproduction in any medium or format, as long as you give appropriate credit to the
original author(s) and the source, provide a link to the Creative Commons licence, and indicate if changes were made. The images or

other third party material in this article are included in the article’s Creative Commons licence, unless indicated otherwise in a credit line
to the material. If material is not included in the article’s Creative Commons licence and your intended use is not permitted by statutory
regulation or exceeds the permitted use, you will need to obtain permission directly from the copyright holder. To view a copy of this
licence, visit httpy/creativecommons.org/licenses/by/4.0/. The Creative Commons Public Domain Dedication waiver (http://creativeco
mmons.org/publicdomain/zero/1.0/) applies to the data made available in this article, unless otherwise stated in a credit line to the data.


http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/publicdomain/zero/1.0/
http://creativecommons.org/publicdomain/zero/1.0/
http://crossmark.crossref.org/dialog/?doi=10.1186/s13046-024-02977-1&domain=pdf
https://doi.org/10.1186/s13046-023-02699-w
https://doi.org/10.1186/s13046-023-02699-w

Liao et al. J Exp Clin Cancer Res (2024) 43:55 Page 2 of 3
Incorrect Figure 1
A o metmet Vetast B
= = == = 1. |
===t I g 20 :
= ===s=—s=—=-_101 &
— - - g 5 . !
— — > :
B o= — I-? T 15
= == 8 ' °1r_____ i
— -_ = id
e B __——= = —==— === -4 -2 0
Lm—— - = log2(FC)
=—==u =" = CircZNF215
= = —= circBNIP3L Exon3
=g = w back-splice site
= == = circCD109 == RBE TGCCTGGAAAGATATGCCCTG C
= = === == HuCCT1
= =T == HCCC9810
=- = ==== circPLOD2
=- = a
— —__ - I T T T 1
- = - 0 1 2 3 4
Relative RNA levels
e e
£ s g s n=t5 100y g 100 p=0.0188
3 ¥ — g iy ] \ CZNF215low  n=60
3 ® 3 B 2" 1 T 75 cZNF215 high n=60
4 - 35 \ =
5 R g ™, | 3 |\
g % . 5 50 by L & s N e
. 22 e, ’ L
g g ,] v g p=0.0019 o g ! N Ty
° H . 2 25 g 25 =
2 2 2 L 3 CZNF215low  n=60 E y L
3 3 -’3;. CZNF215 high n=60 8 —
x o = € 0 Uhe =t 0+ T T T T , x 0+ T T T T )
Tumor Normal Metastasis No metastasis 0 1 2 3 4 5 0 1 2 3 4 5
Time(years) Time(years)
Overall survival Recurrence-free survival
Variables Hazzard ratio (95% Cl) P value Variables Hazzard ratio (95% Cl) P value
'
GZNF215 expression( highflow) | —e———  4.226(1.873-9.534)  0.001 CZNF215 exp highflow) | 2.704 (1.262-5.793)  0.010
TNM stage(lIl- 1) }-—+— 2.390 (1.229-4.646)  0.210 TNM stage(llll- Iy f—o—s 1.998 (1.067-3.744)  0.031
P ) 1.207 (0.634-2.297)  0.567 I ion(p ) H 1.053 (0.584-1.899)  0.046
Diff ) 3.014 (1.307-6.954)  0.010 Diff 2.491(1.090-5692)  0.030
Tumor number(multiple/solitary) :._._< 2.814(1.464-5.408)  0.002 Tumor number(multiple/solitary) }—e— 2.322(1.279-4.214)  0.056
Tumor size(>5/s5) |"_' 2.054 (1.125-3.751)  0.019 Tumor size(>5/55) H— 0.877 (0.471-1.631) 0.678
CA19-9(2260/<260) s 1217 (0.652-2.271)  0.138 CA19-9(2260/<260) |+—e—t 2565 (1.394-4.719)  0.602
Lymph ivelnegative) | 4.992(2.344-10.634)  0.155 Lymph i gative) 3.119(1.493-6.518)  0.232
0 3 6 & 12 0 2 4 6 8

Fig. 1 High expression of cZNF215 is correlated with iCCA metastasis and poor patient prognosis. A Clustered heat map of all diferentially
expressed circRNAs in 15 iCCA tissues with and without extrahepatic metastasis, respectively. B Volcano plot compared the expression fold changes

of circRNAs for iCCA tissues with extrahepatic metastases versus without

extrahepatic metastases. C Quantitative real-time PCR analysis showed

that the levels of cZNF215 expression were the highest among the 4 upregulated circRNAs in RBE, HuCCT1, and HCCC9810 cell lines. D Schematic
illustration of cZNF215 locus with specifc primers and Sanger sequencing result of cZNF215. E gRT-PCR to detect the expression of cZNF215
in 51 iCCA tissues and paired normal tissues. F Relative RNA levels of cZNF215 in iCCA tissues (n=15) with and without extrahepatic metastasis,

respectively. G Kaplan-Meier analysis showing the association of cZNF21

5 expression with OS or RFS in iCCA tissues. H Multivariate analysis of OS

and RFS prognostic indicators. Data represent means + SD of at least three independent experiments

Updated sentence

In multivariate regression analysis, multiple tumor
number, poorer tumor differentiation, larger tumor size,
and high c¢ZNF215 expression were independent risk
factors for OS, while the poorer tumor differentiation,
advanced TNM stage and higher ¢ZNF215 expression

were regarded as independent risk factors for RFS (Cor-
rected Fig. 1H, Corrected Table S2).

Furthermore, Fig. 1H and Supplementary Table 2
should also be corrected. The corrected figure is given
below. The original article has been corrected.
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Corrected Figure 1
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Fig. 1 High expression of cZNF215 is correlated with iCCA metastasis and poor patient prognosis. A Clustered heat map of all diferentially
expressed circRNAs in 15 iCCA tissues with and without extrahepatic metastasis, respectively. B Volcano plot compared the expression fold changes
of circRNAs for iCCA tissues with extrahepatic metastases versus without extrahepatic metastases. C Quantitative real-time PCR analysis showed
that the levels of cZNF215 expression were the highest among the 4 upregulated circRNAs in RBE, HUCCT1, and HCCC9810 cell lines. D Schematic
illustration of cZNF215 locus with specifc primers and Sanger sequencing result of cZNF215. E gRT-PCR to detect the expression of cZNF215

in 51 iCCA tissues and paired normal tissues. F Relative RNA levels of cZNF215 in iCCA tissues (n=15) with and without extrahepatic metastasis,
respectively. G Kaplan-Meier analysis showing the association of cZNF215 expression with OS or RFS in iCCA tissues. H Multivariate analysis of OS
and RFS prognostic indicators. Data represent means £ SD of at least three independent experiments

Supplementary Information

The online version contains supplementary material available at https://doi.
org/10.1186/513046-024-02977-1.

Additional file 1: Corrected table S2. Multivariate analysis of several
variables for OS and RFS.
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